Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.074; data-to-parameter ratio = 6.2.
The title compound, C 12 H 22 O 11 Á2H 2 O {systematic name: 6,6
0 -oxybis[2-(hydroxymethyl)-3,4,5,6-tetrahydro-2H-pyran-3,4,5-triol] dihydrate}, is a disaccharide, which was isolated from Tremella fuciformis. The molecule contains two six-membered rings, both of which adopt a chair conformation. Extensive O-HÁ Á ÁO hydrogen bonds occur in the crystal structure.
Related literature
For the structure of the title compound established from the NMR and MS data, see: Qing & Liu (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
This project was supported by the Scientic Research Fund of Chengdu University and the scientific special fund of Sichuan Traditional Chinese Medicine Administration, China. structure was determined.
The molecular structure of the title compound is shown in Fig. 1 . The boat conformations six-membered ringsA (C1/C2/C3/C4/C5/O) and B (C7/C8/C9/C10/C11/O) link with the mid-poit of the C-O-C bond.
The lattice water molecule link with the organic molecule via classic O-H···O hydrogen is present in the crystal structure ( Table 1) .
The intermolecular hydrogen bonds may be effective in the stabilization of the structure.
Air-dried and powdered of Tremella fuciformis (5 kg) was extract with ethanol. The crude extract obtained after evaporation of the solvent was subjected to conventional purification procedures and resulting in the isolation of trehalose. The crystals suitable for X-ray structure analysis was obtained by slow evaporation from the solution of hydrous ethanol at room temperature.
Refinement
Hydroxyl H atoms were located in a difference Fourier map and refined isotropically. Other H atoms were located geometrically with C-H = 0.97-0.98 Å, and refined using a riding model with U iso (H) = 1.2U eq (C). The absolute configuration has not been determined as no significant anomalous scatterings. 
Computing details

Figure 1
The molecular structure of the title compound with 30% probability displacement ellipsoids. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
